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5 <110> APPLICANT: Lombardo, Dominique 

6 Mas, Eric 

7 Sadoulet, Marie-Odile 

8 Panicot -Dubois, Laurence 

9 Bernard, Jean-Paul 

12 <120> TITLE OF INVENTION: Glycopeptides derived from pancreatic structures, antibodies 



and 



13 applications thereof in diagnostics and therapeutics 

17 <130> FILE REFERENCE: BKR-107 
C--> 20 <140> CURRENT APPLICATION NUMBER: US/10/593,859 
C--> 20 <141> CURRENT FILING DATE: 2006-09-22 

20 <150> PRIOR APPLICATION NUMBER: FR 04 03378 

22 <151> PRIOR FILING DATE: 2004-03-31 

26 <150> PRIOR APPLICATION NUMBER: FR 04 13428 

28 <151> PRIOR FILING DATE: 2004-12-16 

32 <160> NUMBER OF SEQ ID NOS : 14 

36 <170> SOFTWARE: Patentin version 3.1 

40 <210> SEQ ID NO: 1 

42 <211> LENGTH: 36 

44 <212> TYPE: DNA 

46 <213> ORGANISM: Homo sapiens 

50 <400> SEQUENCE: 1 

51 ttcgtaagct tgcgaagctg ggcgccgtgt acagaa 36 
54 <210> SEQ ID NO: 2 

56 <211> LENGTH: 42 

58 <212> TYPE: DNA 

60 <213> ORGANISM: Homo sapiens 

64 <400> SEQUENCE: 2 

65 tttcgtgaat tcacgctaaa acctaatgac tgcaggcatc tg 42 
68 <210> SEQ ID NO: 3 

70 <211> LENGTH: 33 

72 <212> TYPE: DNA 

74 <213> ORGANISM: Homo sapiens 

78 <400> SEQUENCE: 3 

79 cgtctaaagc tttttgatgt ctacaccgag tec 33 
82 <210> SEQ ID NO: 4 

84 <211> LENGTH: 27 

86 <212> TYPE: DNA 

88 <213> ORGANISM: Homo sapiens 

92 <400> SEQUENCE: 4 

93 aaaaagaatt cggagaaaat aatgaat 27 
96 <210> SEQ ID NO: 5 

98 <211> LENGTH: 28 
100 <212> TYPE: DNA 
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aaaaagggcc cacaaagtca gacattat 
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<213> ORGANISM: 


Homo sapiens 
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<222> LOCATION: 


(17) 


. . (2251) 






















129 


<400> SEQUENCE: 


6 


























130 


ggccacccag aggctg atg etc acc atg ggg cgc ctg caa ctg gtt gtg ttg 
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246 gac att cag tac gtt ttc ggg aag ccc ttc gcc acc ccc acg ggc tac 1444 

247 Asp lie Gin Tyr Val Phe Gly Lys Pro Phe Ala Thr Pro Thr Gly Tyr 

248 465 470 475 

250 egg ccc caa gac agg aca gtc tct aag gcc atg ate gcc tac tgg acc 1492 
2 51 Arg Pro Gin Asp Arg Thr Val Ser Lys Ala Met lie Ala Tyr Trp Thr 
252 480 485 490 

254 aac ttt gcc aaa aca ggg gac ccc aac atg ggc gac teg get gtg ccc 1540 

255 Asn Phe Ala Lys Thr Gly Asp Pro Asn'Met Gly Asp Ser Ala Val Pro 

256 495 500 505 

258 aca cac tgg gaa ccc tac act acg gaa aac age ggc tac ctg gag ate 1588 

259 Thr His Trp Glu Pro Tyr Thr Thr Glu Asn Ser Gly Tyr Leu Glu lie 

260 510 515 520 

262 acc aag aag atg ggc age age tec atg aag egg age etg aga acc aac 1636 

263 Thr Lys Lys Met Gly Ser Ser Ser Met Lys Arg Ser Leu Arg Thr Asn 

264 525 530 535 540 

266 ttc etg ege tac tgg aee etc aee tat etg geg etg eee aca gtg ace 1684 

267 Phe Leu Arg Tyr Trp Thr Leu Thr Tyr Leu Ala Leu Pro Thr Val Thr 

268 545 550 555 

270 gac cag gag gee ace cet gtg ccc ccc aca ggg gac tec gag gcc act 1732 

271 Asp Gin Glu Ala Thr Pro Val Pro Pro Thr Gly Asp Ser Glu Ala Thr 

272 560 565 570 

274 CCC gtg ccc ccc acg ggt gac tec gag acc gee ccc gtg ceg ccc acg 1780 

275 Pro Val Pro Pro Thr Gly Asp Ser Glu Thr Ala Pro Val Pro Pro Thr 

276 575 580 585 

278 ggt gac tec ggg gcc ccc ccc gtg ceg ccc acg ggt gac tec ggg gee 1828 

279 Gly Asp Ser Gly Ala Pro Pro Val Pro Pro Thr Gly Asp Ser Gly Ala 

280 590 595 600 

282 ccc ccc gtg ceg ccc aeg ggt gac tee ggg gee eee eee gtg ceg ccc 1876 

2 83 Pro Pro Val Pro Pro Thr Gly Asp Ser Gly Ala Pro Pro Val Pro Pro 

284 605 610 615 620 

286 aeg ggt gac tec ggg gcc ccc ccc gtg ceg ccc acg ggt gac tec ggg 1924 

2 87 Thr Gly Asp Ser Gly Ala Pro Pro Val Pro Pro Thr Gly Asp Ser Gly 
288 625 630 635 

290 gcc ccc ccc gtg ceg ccc acg ggt gac tec ggg gcc ccc ccc gtg ceg 1972 

291 Ala Pro Pro Val Pro Pro Thr Gly Asp Ser Gly Ala Pro Pro Val Pro 

292 640 645 650 

294 ccc acg ggt gac tee ggc gee ccc eee gtg ceg ccc acg ggt gac gcc 2020 

295 Pro Thr Gly Asp Ser Gly Ala Pro Pro Val Pro Pro Thr Gly Asp Ala 

296 655 660 665 

298 ggg ccc ccc eee gtg ceg ccc acg ggt gac tec ggc gcc ccc ccc gtg 2068 

299 Gly Pro Pro Pro Val Pro Pro Thr Gly Asp Ser Gly Ala Pro Pro Val 

300 670 675 680 

302 ceg ccc acg ggt gac tec ggg gcc ccc ccc gtg acc eee aeg ggt gac 2116 

3 03 Pro Pro Thr Gly Asp Ser Gly Ala Pro Pro Val Thr Pro Thr Gly Asp 
304 685 690 695 700 

306 tec gag acc gcc ccc gtg ceg ccc acg ggt gac tec ggg gcc ccc cet 2164 

307 Ser Glu Thr Ala Pro Val Pro Pro Thr Gly Asp Ser Gly Ala Pro Pro 

308 705 710 715 

310 gtg ccc ccc acg ggt gac tct gag get gcc cet gtg ccc ccc aca gat 2212 
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311 Val Pro Pro Thr Gly Asp Ser Glu Ala Ala Pro Val Pro Pro Thr Asp 

312 720 725 730 

314 gac tec aag gaa get cag atg ect gea gtc att agg ttt tagcgtccca 2261 

315 Asp Ser Lys Glu Ala Gin Met Pro Ala Val lie Arg Phe 

316 735 740 745 

318 tgageettgg tatcaagagg ecaeaagagt gggaeceeag gggeteeeet eeeatcttga 2321 

320 gctcttcctg aataaagcct cataeecct 2350 

323 <210> SEQ ID NO: 7 

325 <211> LENGTH: 745 

327 <212> TYPE: PRT 

329 <213> ORGANISM: Homo sapiens 

333 <400> SEQUENCE: 7 

335 Met Leu Thr Met Gly Arg Leu Gin Leu Val Val Leu Gly Leu Thr Cys 

336 1 5 10 15 

339 Cys Trp Ala Val Ala Ser Ala Ala Lys Leu Gly Ala Val Tyr Thr Glu 

340 20 25 30 

343 Gly Gly Phe Val Glu Gly Val Asn Lys Lys Leu Gly Leu Leu Gly Asp 

344 35 40 45 

347 Ser Val Asp lie Phe Lys Gly lie Pro Phe Ala Ala Pro Thr Lys Ala 

348 50 55 60 

351 Leu Glu Asn Pro Gin Pro His Pro Gly Trp Gin Gly Thr Leu Lys Ala 

352 65 70 75 80 

355 Lys Asn Phe Lys Lys Arg Cys Leu Gin Ala Thr lie Thr Gin Asp Ser 

356 85 90 95 

359 Thr Tyr Gly Asp Glu Asp Cys Leu Tyr Leu Asn lie Trp Val Pro Gin 

360 100 105 110 

363 Gly Arg Lys Gin Val Ser Arg Asp Leu Pro Val Met lie Trp lie Tyr 

364 115 120 125 

367 Gly Gly Ala Phe Leu Met Gly Ser Gly His Gly Ala Asn Phe Leu Asn 

368 130 135 140 

371 Asn Tyr Leu Tyr Asp Gly Glu Glu lie Ala Thr Arg Gly Asn Val lie 

372 145 150 155 160 

375 Val Val Thr Phe Asn Tyr Arg Val Gly Pro Leu Gly Phe Leu Ser Thr 

376 165 170 175 

3 79 Gly Asp Ala Asn Leu Pro Gly Asn Tyr Gly Leu Arg Asp Gin His Met 
380 180 185 190 

383 Ala lie Ala Trp Val Lys Arg Asn lie Ala Ala Phe Gly Gly Asp Pro 

384 195 200 205 

387 Asn Asn lie Thr Leu Phe Gly Glu Ser Ala Gly Gly Ala Ser Val Ser 

388 210 215 220 

391 Leu Gin Thr Leu Ser Pro Tyr Asn Lys Gly Leu lie Arg Arg Ala lie 

392 225 230 235 240 
3 95 Ser Gin Ser Gly Val Ala Leu Ser Pro Trp Val lie Gin Lys Asn Pro 
396 245 250 255 

3 99 Leu Phe Trp Ala Lys Lys Val Ala Glu Lys Val Gly Cys Pro Val Gly 
400 260 265 270 

403 Asp Ala Ala Arg Met Ala Gin Cys Leu Lys Val Thr Asp Pro Arg Ala 

404 275 280 285 

407 Leu Thr Leu Ala Tyr Lys Val Pro Leu Ala Gly Leu Glu Tyr Pro Met 
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Seq#:14; Xaa Pes. 3,11 
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